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ZEEALNHRIEREEER B13 5 cmyc IRIERENX

Mok, GRS, BRI, FHE, ik’

¢

(2 KFARER 1. @M 2. 8, #Hab £33 443000; 3. XK FARER S oM, 4k KX 430060 )

B = BHH9: T RESIE &P B13 (HOXBI3) Hl c-mye 7645 B T8 T #2359 75 16 % 2% 3.
Fi&: JH RT-PCR 751 Western blot W46 54 11 45 B fi7 96 35 98 41 280 A 96 55 20 41 h HOXB13 55
c-mye WJRIE, FEAHTINH Rik 545 B I G R IARER E R .
R S HWEAL T H HOXB13 mRNA FI2E 119 £k W] AR T8 55 5 45 B 414, i c-mye
mRNA FVE 3550 B @ T o2 EH 45 A2 (1 P<0.05) 5 PIEIRIBHY 5B LI TNM
A 56 () P<0.05) 5 45 EH M4 4% HOXBI3 & 15 c-mye & [ AT £ X 2 UM (r=-0.572,
P<0.001) .
Z538: HOXBI3 (£ AFEAML T ALk T IR SE IR c-mye M RIA, NI R4S B A0 A L R B RS .
X §1A SEE MR AR IE &N B13; U LN R R c-mye

HFESES: R735.3

45 H i 2 TR AR L 0y T Ak 1B R 2 —
J A TN R AR B . 4 e R A
—MNZHER. 2L NI EAE 45
TR 45 T R R AL I 22 A g 0 R IR I
P& SEHB13 (HOXB13) Flc-myc5 45 H i 0 &
H IO . ARSI K S 4 BT HOXB13 5 c-mye
TEZS B Js v 09 2635 5 im R s B9k} 22 ] 1 BBE A%
AT Ay 235 L g 9 R DRI 7 T S R R R

1 RS

1.1 —fER

20 ZUR AR B IR s K % N REE e 201 44F
3H —20144F7 H Wil B —47 F R IMEHATT 1954151 45
B R R0 R A IBORE A0 4 i DA S B 9 55
IE & A 40 (45 B Wi 41200 245 B W i 16 A 40
AL E RAE AL 2R IE 45 E I AL 4 g 5% 1E W 4l
1R U) B bn A< 5 28 I 30 25 cm A 25 L OE H
ML) K1y, 108 M bnA, PRl 5 A

WK EE: 2015-01-03; fEITHHE: 2015-03-13,

EERI: /b, MR ANRERFEREEN, A
5 1 38 e 5 18 AR SE

BISEE: ®HAE, Email: cshh2006@163.com
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LK P IF T BV E AR, MJSFE E-80 CUKAH
FRA, NIGEMRT-PCRLL &z Western blotfif i
o BURBIY & A SR E R AR fE, T
ARATRAT AT AL B . R AT MR W, B
WU ZUbR A 1 5256 A S8 3 35 0 IR 3R A5 TR A
FAEBEFEHETER, S4B HpmBE RS
396, @15f; FR31~71%, AR N52%8 5
Silpi e FE 210, E R3] 304k
WEFERS, 2401 H KB %R, RIEUICCHTNM
e, UHEE ted], THHAEE 1400, TIHHEH
244

1.2 LA *

1.2.1 RT-PCR # @  #% M TRIzol X 7 &
(Invitrogen 23 7)) PEH] A5l #2 41 41 &8 RNA. R
JH e DNA 39 5% 5 32 50) &0 156 W1 45 4 48 0% J7 7 ok 52 B
cDNA & M. M5 pg B2 RNA #8547 100 5%
o SEE R S JE B I B ( M-MLV ) i
B S 3K F Promega /N Fl o T3 724 -20 CF
154 . HYE Genebank $2£1y HOXB13 . c-myc yi|
GAPDH ( = B R H h % i & ) 3 & cDNA J¥ 4
(F1), HEBIFREAEAFEG M. PCRIEFFM:
94 °C'F 2 min 3 K {i§ M-MLV 3 5 5% B i 35 7% 5
94 CF 45 s A8ME, FEAH R K E (HOXB13:
64 °C; c-myc: 60 C; GAPDH: 58 C ) i & 30 s,
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HEER

A K 504 %

72 C. 45 s JEAf, e RO N A PR B ( HOXB13:
34; c-myc: 34; GAPDH: 34) #4716 3, 5¢ B
PCR Y H; 72 CF 7 min KEXEM; K54 C
PRAEFRERE o K F K 58 58 10 Bht iR 68 I 8 T P UK LA

IR, Jf A Quantity One & H B4 K%
3 M1, L HOXB13, c-myc 5 M2 GAPDH % %5
JEXT HEAE N ARRE, Seg i 3 v, BOH-F S (E
(R

®1 BEREERNSIYFIARTIERKE
e 30| Lz Bk PHKE (bp)
HOXB13 5'-CCCCACTGAGTTTGCCTTCTATC-3! 5'-GCCTCTTGTCCTTGGTGATGAAC-3' 371
c-myc 5'-CCAGCAGCGACTCTAAGG-3! 5'-CCAAGACGTTGTGTGTTC-3' 344
GAPDH 5'-TCCCTCAAGATTGTCAGCAA-3' 5'-AGATCCACAACGGATACATT-3' 309

1.2.2 Western blot ##  H 100 mg 4T 24 B 2
() Fp 00 2 2 AT B BRI D S SR B 50 pg B
4 10%SDS-PAGE &¢I /3 15, 250 mA fH % #
#| PVDF JEE, 5% JLIE W5 4 £ ] 1 h, TBST ¥ K
5 min, 3. i 1:1 000 7 B 1Y anti-HOXB13 HLiA |
anti-c-myc Ho . N2 anti-GAPDH ik 4 CIFH
. TBST ¥EME 5 min, 3 K. FH 1:4 000 Hi Bt
B A LW R FRIC R 40 37 CHEE 1 h, TBST
e S min, 3K, ECL & @ J& A, M Quantity
one ST A KM . IHMEARNSEN
(A BB B AL VE S A 8 1 AR X
1.3 GitZF4bE

K HISPSS 20,048 i+ EGe it ab B . n AR
SRR S AT e R 5 21 ) L A N 25 4 i
AT TR, HE— P L BCR AISNK % 5 AH
A G B N R T AT Ax BT, Bt AR LYY
o+ bR (xxs) IR, P<O.0SHEFHL I
2 & B
2.1 RT-PCR &R
Y AL P HOXB13 mRNA B4 X 26 3k
HAL T 55 E % H4U P HOXB13 mRNA YA X %1k
i, M4 EBE P c-mye mRNARA XS Rk & T
JE 5 IEH A e-mye mRNARAH X 25 &, 5
WAHS 3 E X (HP<0.05) (K1) (F£2) .

EHMIEHLFHOXB1I3 mRNA . c-myc
mRNA [ FH X 23k 5 5 AR WY | 00 R g 847 T ¢
(¥P>0.05) , MS5WEFER LI TNM 4 4 &
(¥JP<0.05) (#£3) .
2.2 Western blot 558

45 H MR AU HOX B3R [ 19 A X 26 34 B I
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T 5% 1 2P HOXB 134 [ B A X 32k 5, 1M
S5 H W e-my e 8 PR A X 3k 0 | TR S IE R
fA8lrhc-myc HHMPMAXN KX E, ZFWARITF
B (#P<0.05) (F2) (%£4) .

GEH AP HOXBI3EH . c-myctE A
(14 A X % 38 B 5 AR IS L P SR e g R A T G (3
P>0.05) , M5 EHELATNMS N 2ERA
X (HP<0.05) ($£5) .

MM R, S EBEALIPHOXBL3
HEHEESc-myc HARKIEWHBE R (r=
-0.572, P<0.001) .

HOXB13

GAPDH

1

HHERAMBEXE
WL I, TR R S OE A LBl 4L CL. C2,
C3 439109 TNM 43088 1. 11, 101 H9 1045 B s 4 4,
M: SrFapnife

P1. P2, P3: 43%|A TNM 43

% 2 HOXB13 mRNA #1 c-myc mRNA & HFEHESR
MEFEEHLAPRIEE (n=54, x+s)

HA HOXB13 mRNA c-myc mRNA
Jim 21 41 0.076 + 0.032 1.056 = 0.302
I 55 1E AL 2L 0.637 +0.129 0.123 + 0.075

P <0.001 <0.001
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AN, % SRR LT EIRR P& EE BI3 § c-myc Bkt RE X 595

# 3 HOXB13mRNA #1 c-myc mRNA 5 4 & 7 /& s IR
TRIBAFIEMIK R (xxs)

A& n HOXBI3mRNA P c-myc mRNA p
R (%)
<60 31 0.074+0.031 1.039 + 0.288
560 23 00780033 % 1 079:0326 63!
5]
B39 0.072+0.029 1.045 + 0.324
4 15 0087£0039 10 jogar0242 0678
g
4Efm 21 0.077 0.033 1.025 = 0.308
0.871 54
B 33 0.075+0.029 8 1.076 + 0.302 0.549
W
T 30  0.093+0.021 0.872 +0.165
001 001
H 24 0056+0033 O og610277 <000
TNM 4311
I# 16 0.102+0.024 <0.001 0.754+0.116 0.003
MW 14 0.082+0.010 <0.001 1.007+0.092 <0.001
M 24  0.056+0.033 <0.001 1.286+0.277 <0.001

HOXBI3
C-myc

GAPDH

B2 BrEB/M Western blot 558 P1.P2.P3: TNMI,
1T, IR IE RS HmH S €1, €2, C3: TNM
I, 11, II M55 w2t

*4 HOXB13ZEHMc-myc ERELEHEEARNM
BEERHAARHRIEE (n=54, xxs)

EEE2ES HOXB13 & H c-myc fH A

R 0.6276 + 0.2935 1.9179 + 0.6708
JESFIE R S 1.2620 = 0.5312 1.1641 + 0.6930
p <0.001 <0.001

X5 HOXB13ZEHMc-myc EA LS HIAE IR K mIEE
ERX R (x+£s)

HZE n  HOXBI3ZEE P
A (%)

<60 31 05913+02412

>60 23 0.6764 03518
5

5 39 0.6233 +0.2834

5’8 15 0.6387 +0.3281
2

% 21 0.5868 +0.4201

H%m 33 0.6535+0.1748
WREFERS

G 30 0.7720 = 0.2529

H 24 04470 +0.2378
TNM 43441

I 16 0.8938+0.2386 0.008 1.2324+0.5701 0.002

IH 14 06328+0.1946 <0.001 1.8307 +0.4006 <0.001

U 24 0447002378 0040 24257 +03657 0.001

c-myc E EI P

1.8576 + 0.6437
0-297 1.9991 +0.7121 0449

1.9560 + 0.5585
0864 1.8187 £0.9178 0-506

1.7645 + 0.7220
0421 2.0154 +0.6279 0183

15116 + 05764
<0001 1r57+03657 00!
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3 i it

HOXB13 5 [ 5 2 198 D IH fe 4 2 38 o 3
558 R G Mo . AR s TN &
PHOXB 135 A £ 48 5 Wan 51 i . B . 450 B
Jo i . PR . PR FIR AR DDA OC o 7E IX 2 i R
(R A T, HOXB 13 W] REAE S — A0 £ 1) Jifr g 417
RN LK EEEENEN. ALB LR, 7E4H
J 38 412U HOX B 13 1) % 15 BH 08 A1 A 0 114 98 55 1
WA H R A4 HOXBI3RE ik, HHOXB13 5
4 B B 98 IR EV G A LA R TN M3 391 25 DA 6

Wntfs 5 5 W0 a e 45
W R EEMMEEEREREXREE, TH
M F4 (TCF4) 8 — A KHEME S W77
Wnt/ B -cateninfF 5 il [ i #5555 9 55 4 1 IF
SRHAFE T, A% RS S P TCF4T i #E 3k B 4n
Survivin, cyclin-D1., c-myc55 G Ak & Wn il B
TR B R AR R Z TR g R B W n [
5T [ 1) U 5 2 e 1) & AR R R B DA G .

c-mycFE 5DNAG . I Tl e R
HYl. AT, c-mycHAYFH RKIB K
R T e e A S B L A O = B DS B oY G
FYIM K. T EC AR B e-myc V15 40 1 b
L it 1) e S, o 4 if B A I B 43 S A B TV e
AT S5 {5E i 988 1 &% A= o Knies-BamforthZ:U iR 1A
c-myc ] fi& HE 1A P9 R AR K 73R ik, DT 42 E B
A MY R, R R R R S R ARk
B P AF 2 1 X e-my e 5 45 B g R I R g B
RIS, BMe-myc 3R F£ KB SER . 1
S R RN L R A TGO, 5 4 T R 1 4
A . MR IR YIM G, ARTE A, c-mycfE
45 B T 9 b 0 225K W R H AR R R o 55 OE AL
L RIE; c-mycESS AR S EHY
95 B UL 26 B I PR TN M3 391 %5 DA 6

A 58 % SRHOX B 1376 45 21 1 9 th i 6 3k
/0 5HOXB13CpG & L iE g B 3L V1A ¢, T
HOXB13CpG &y [ JE b 2Z DNMT3b 845 . A7
BB A JE DNMT3b i #5 45 H 7 i T HOXB13CpG & I
Ui FP 3k A B0 4 76 T A BRI AR FE L JRIA
R I AS B T 5 R e v R L THOX B 13 3R 34 08
A EE N 2 . ERTHIRE T, HOXBI3CpG
5 B H AL S BHOXBI3 R KW D, 8
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Wntf5 53 % 07V 5 N W SRR R Rk, X
B IREN ELE . KB, % . HOXBI37E
SSHBEN R R R R A R R
Wntfs 518 B89 FUE 3 c-mye 2k K FEAEH 2 AR5
B &8, HOXBI3M HTESS HIe h &5 T,
c-mycti IFESS H A h Rk H, MENRELE
A% (r=-0.572, P<0.001) ., XFHHOXBI3
LSS H D RS TR S B e-myc Rk
i, MARINFEEILFESS T8 EH RN KL
KR
BB B O T i g 5k IKL YR T B IO K B R TR Y
LR TR N7 Bt B ES P N 0 e A S 1 BU RS S
B 2 IS - 2% -2 — Mo S e s w3 A i gge 4 i e
S AL B SN YN 118w o S I I o R
H Ay 5 P15 B Sk 30 i Bk 2 B A 6 TR 3R Gk L X
G g B i IR R T R R T — N AR, TRl
o 25 s 0 R RUYVR T O IR T — A A R
HOXB 1368 75 il ki FH 56 Ak v 7 25 B 98 1 56 (R4
RO EIRAMEGE s A FHHOXB13 5 c-myeXf
45 B i gE AT E PR T IR T — P R . B
A (B DA 3k S ) R i — P PSR HOXB13 5
c-mycTE 45 H AR IT T VER .
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