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Abstract Objective: To investigate the expression of targeting protein for xenopus kinesin-like protein 2 (TPX2) in
cholangiocarcinoma tissue and its clinical significance.
Methods: The cancer tissues together with their adjacent tissues from 60 patients with cholangiocarcinoma
were collected. The positive expression rates of TPX2 protein in these tissues were determined by
immunohistochemical staining, and the TPX2 protein expression levels were detected by Western blot in 4 pairs
of randomly selected tissues. The relations of TPX2 protein expression with the clinical factors and prognosis of

the patients were analyzed.
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Results: In cholangiocarcinoma tissue compared with adjacent tissue, the positive expression rate (46.7% vs. 8.3%,

P<0.05) and expression level of TPX2 protein were increased. The TPX2 protein expression was significantly

associated with the TNM stage, lymph node metastasis and survival of the patients (all P<0.05). The postoperative

survival rates in patients with positive TPX2 protein expression were significantly lower than those in patients with

its negative expression (2-year survival rate: 27.6% vs. 78.4%; 3-year survival rate: 14.3% vs. 59.5%, both P<0.05).

Conclusion: High TPX2 expression may possibly be associated with postoperative recurrence and metastasis in

cholangiocarcinoma patients. It may be a potential biological indicator for the early diagnosis and estimation of

prognosis and a therapeutic target of cholangiocarcinoma.
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Figure 1

A R
Immunohistochemical staining for TPX2 protein (x400)

B: Negative expression of TPX2 protein in adjacent tissue
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Figure 2 Western blot analysis for TPX2 protein expression level

© MR IT F EHFFNHFEIH

21 BEEEEALASEZHN

S ay: ok gl

iz FH B 28 4 Ak G I 6 O f51) JIEL 457 98 98 41 21 5 98 5
HATPX2H I RIAKF, SR VIR, 7EN0E 50
FALPTPX 28 MR IEFE R8.3% (5/60)
TENBE IR H 2P TPX 22K 1 P R IR R h46.7%
(28/60) , ZRASZIT*EX (P<0.05)
(1) o [REEBE AL 2 B4 X AH 45 0 HR 25 0 bs A 10
B LR S A PR BUE H, W id Western
b Lot A 0 IR 457 96 9 21 40 5 0 55 2 U TPX 2 8K 11 R 36
K, R BRTPX2HE AW A S b kKT
TorEZAHL (K2)

TPX2 EARIAK

U

nﬂ

AUTPX2 R PAMEZRA; B: JE554H2 TPX2 FE A AMERE

A: Positive expression of TPX2 protein in cholangiocarcinoma tissue;

2.2 TPX2 ZEAWIRIE
FIESERN
O3 BT AL TP X 2 8 1 1) 3 1k 7K - 5 X6 g
F Il R B 6 B B B BB R & ,n%'jzr
TPX28 R EAKFESTNMA . Sk EL &5 55 58 LU
K FEAEEAR L (¥P<0.05) . A2 58 F Wk
SRRy IR RN L REE LR EE . CA19-95%
RKFETE ($HP>0.05) (F£1) .
2.3 TPX2 EAMRIEKTEEREEREEERTE
FHRX R
XA J5 6051 B ARk, BEVIIT I 12~481H .
Kaplan-MeierEﬁ%gﬁﬁi‘*}aﬁiﬁﬁﬂ‘l‘mTPXZﬁ;
I BHAE 20 L TP X 2 8 11 93 1 20 A= A B () B el 4
A BRHE B EARNE, ZRUASITFEX
(2AEHAEH . 27.6% vs. 78.4% , 34EAAER .
14.3% vs. 59.5%, #JP<0.05) (K3) .

AKFSERFESHZE

http://pw.amegroups.com



202 b E A

U

%27 %

F1 TPXRREAFRESEERRERKAFRESHZERXR
[n(%)]
Table 1 Relations of TPX2 protein expression with clinical

factors of cholangiocarcinoma patients [n (%)]
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Figure 3 Comparison of the survival curves between patients
with positive TPX2 expression (28 cases) and those
with negative TPX2 expression (32 cases)
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